Gene function on a genomic scale.
The ability to obtain experimental measurements for thousands of genes has revolutionized our view of biological systems. While traditional studies of gene function evaluated many different properties for a single gene, genomic approaches can measure a single property for thousands of genes. Over the last years, genomic approaches have been developed to measure many different properties, including gene expression, deletion phenotype, and protein characteristics. The promise of integrating these datasets has made it attractive to test whether genomic approaches can determine gene function with accuracy comparable to single gene approaches.